In the structure of the title compound, C 8 H 6 Br 2 O 4 , the complete molecule is generated by the application of a centre of inversion. The molecule is planar (r.m.s. deviation for all non-H atoms but methyl C = 0.0358 Å ), with only the methyl groups being deviated from the plane [by AE0.321 (4) Å ]. In the crystal packing, BrÁ Á ÁO(methoxy) halogen bonds [3.2407 (19) Å ] connect molecules into supramolecular layers parallel to (101).
Related literature
For the synthesis of the title compound, see: Viault et al. (2011) . For the structure of bromanilic acid, see: Robl (1987) . For similar structures with a 2,5-cyclohexadiene-1,4-dione core, see: Nakatsuji et al. (2009) . For an article dealing with the biological relevance of this type of compound, see: Viault et al. (2013) . For papers using the title compound as a synthetic precursor, see: Khan & Driscoll (1976); Tatsuta et al. (2001) ; Kasahara & Kondo (2006) ; Gan et al. (2009) . For metallaassemblies obtained with analogous building blocks, see: Gupta et al. (2014) ; Therrien (2009 ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97.
Chemical context

Structural commentary
Embelin (2,5-dihydroxy-3-undecylcyclohexa-2,5-diene-1,4-dione) and its derivatives possess great biological potential (Viault et al., 2013) . Over the years, several synthetic strategies have been developed to prepare analogues of Embelin (Khan & Driscoll, 1976; Tatsuta et al., 2001; Kasahara & Kondo, 2006; Gan et al., 2009; Viault et al., 2011) , and among the precursors used to synthesize these Embelin derivatives, 2,5-dibromo-3,6-dimethoxycyclohexa-2,5-diene-1,4-dione (C 8 H 6 Br 2 O 4 ) is often encountered. Moreover, such 2,5-dihydroxy-1,4-benzoquinones are commonly used as building blocks to generate metalla-assemblies (Therrien, 2009; Gupta et al., 2014) , which explains our interest in the title compound. The molecular structure is presented in Fig. 1 .
In the solid-state, the molecule, which sits about an inversion centre, is planar with the methyl groups being only ±0.321
(4) Å out of this plane (the plane defined by the dibromobenzoquinone unit including the two O atoms of the methoxy groups has a r.m.s. deviation of 0.0358 Å). The electron delocalization within the cyclohexadiene core is reflected in the C-C bonds, which show intermediate values instead of the typical C-C and C═C bond distances. A similar pattern of C-C bond distances was observed in the analogous compound bromanilic acid (Robl, 1987) and other substituted 2,5cyclohexadiene-1,4-dione derivatives (Nakatsuji et al., 2009 ).
Supramolecular features
In the crystal packing Br···O(methoxy) halogen bonds [3.2407 (19) Å] connect molecules into supramolecular layers parallel to (101).
Database survey
Synthesis and crystallization
2,5-Dibromo-3,6-dimethoxycyclohexa-2,5-diene-1,4-dione was prepared according to a published method (Viault et al., 2011) . Crystals were obtained by slow evaporation of an ethyl acetate solution containing the title compound.
Refinement
Hydrogen atoms were included in calculated positions and treated as riding atoms, with C-H = 0.96 Å, and with U iso (H) = 1.5U eq (C).
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Figure 1
The molecular structure of 2,5-dibromo-3,6-dimethoxy-2,5-cyclohexadiene-1,4-dione (symmetry operation i = -x, 1 -y, 2 -z). Displacement ellipsoids are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,5-Dibromo-3,6-dimethoxycyclohexa-2,5-diene-1,4-dione
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0178 (10) 0.0290 (12) 0.0266 (12) −0.0072 (9) 0.0064 (9) −0.0016 (9) O2 0.0216 (8) 0.0326 (9) 0.0283 (9) −0.0113 (7) 0.0143 (7) −0.0098 (8) O1 0.0311 (10) 0.0297 (10) 0.0443 (11) −0.0119 (8) 0.0209 (9) −0.0171 (9) C1 0.0185 (10) 0.0190 (10) 0.0169 (9) 0.0013 (8) 
